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1 hereby certify that this correspondence 
and all marked attachments aie ting 
deposited w.th the United States Postal 
Sen.ce as rnst-elass ma,l ™^ 
addressed to: Assistant l omniisbn 



M^kA. Bened/ct, Re]f No. 44,531 



SKEIENOESIJBMIS^^^ 



Assistant Commissioner for Patents 
Washington, D.C. 20231 



Dear Sir: 



Thls is ,n response to , h e Nonce ,o c™* » for Pare* AppHcano. 



2001. 



recorded on the enclosed disk does not contain new 



I hereby declare that the information 
ma «er and is identical to the printed Sequence Listing in the application, 



Respectfully submitted, 

KNOBBE, MARTENS, OLSON & BEAR, LLP 



Dated: 



'6L 



Ma/kR. Benedict 
Registration No. 44,531 
Attorney of Record ^ 
620 Newport Center Drive, 16 n Floor 
Newport Beach, CA 92660 
(949) 720-0404 



SEQUENCE LISTING 

<110 > UNIVERSITE CATHOLIQUE DE LOUVAIN 
ROUSSEAU, GUY 
LEMAIGRE, FREDRIC 

SYNDROME 

<130> DECLE2 6.00 1APC 

<140> US 09/763,535 
<141> 2001-02-20 

<150> BE 9800609 
<151> 1998-08-17 

<160> 4 

<170> FastSEQ for Windows Version 4.0 



211> 1655 
212> DNA 

213> Homo sapiens 



<4° 0? 1 ^ n3afaa aqqc tgcctacacc gcctatcgat 60 

gcccccgccc gccccgggcc ctgatggact gaatgaagg 9 aaagtctggg 120 

gcctcaccaa agacctagaa cgtgcgccat gacccggag 9 gcggcggggg 180 

cactttgcac ggcgcgcgcg 9C99C99cag ^^9 agccccagcc cccaccacgc 240 
cggcggcggg ggcccgggcc atgagcagga ^tgctgg 9 cgcaccagga 300 

gcgccgcggc ccgcgtggct cgctgcgggg =^ccgccg tcacC agcat 360 

gctgggcacg gcggcagcgg cggcagcggc ^cgcg tgcaccacgc 4 20 

ggcctcgatc ctggacggcg gcgactaccg gc g y cctacaccac 480 

catgagcatg tcctgcgact cgtctccgcc tggcatgggc 9 9 tccaccaccc 540 

gctgacaccg ctccagccgc tgccacccat « ca ccagcgcc tgtccggcaa 600 

tcacccgcac caccatccgc accacca "*£ g * ggg ctccC ggcca tgaacaacct 660 
cgtcagcggc agcttcaccc tcatgcgcga =9agcgcggg tggccgccac 720 

ctacagtccc tacaaggaga tgcccggcat gagc«gag 9 ccaacta cgg 780 

gccgctgggc aacgggctag gcggcctcca » gcgcacC aca ctgccatgct 840 

tccgccgggc cacgacaaaa tgctcagccc caactt 9^ 9^^ ccatgatgtc 90 
gacccgcggt gagcaacacc tgtcccgcgg J 3 ** cacgggccgg tgctggcacc 960 

gcacctgaac ggcctgcacc acccgggcca cactcagtct 999 cgggccagct 10 20 

cagtcgcgag cggccaccct cgtcctcatc gggctcgcag g^^ 

ggaagaaatc aacaccaaag ^gtggccca 9 9 tctcagggga ctctctccga 1140 

tatcccccag gcgatctttg cgcagagggt ^ gaga ccttccgcag 1200 

cctgctccgg aatccaaaac cgtggagtaa f ccg f c ttac gcctggcagc 1260 

gatgtggaag tggcttcagg agcccgagtt ccagcgcatg * & agaagtcccg 13 20 

gtgcaaacgc aaagagcaag aaccaa ^cScgcc atcttcaagg agaacaaacg 1380 

= „ . f;= = c. 

sssu " = -™ 9cat9at99a a99act " =a 1560 



cttggg caca a.tcacctcc aaat g a gg ac aaca.atacc aaaa g aaaac aaa g9 aaaaa 162 0 
gacaccggat tcctagctgg ggcccttcac tggtg 



<211> 485 
<212> PRT 

<213> Homo sapiens 
<400 



Met 



'Ln Pro Glu Leu Thr Met Glu Ser Leu Gly Thr Leu His Gly Ma 
Rrg 01y Gly Oly L oly oly oly oly Gly 01 y oly oly oly oly oly 
aly Oly Oly Pro oly Hi. olu oln Glu Leu Leu ,1a ser Pro ser Pro 
His His Ma Arg «g Oly Pro Arg Oly ser Leu Arg Oly Pro Pro Pro 
Pr o Pro Thr Ma His Oln Olu Leu Oly Thr ,1a Ala Ma Ma Ma Ma 
L Ma ser Arg Ser Ma Me, Val Thr Ser « Ma Ser He Leu Asp 
01 y Gly Asp Tyr Pro Glu Leu Ser XI. Pro Leu His His Ma Met 

ser Met Ser Z Asp ser Ser Pro Pro Oly Met Oly Met Ser Ash Thr 
Tyr Thr £ Leu Thr Pro Leu o" Pro Leu Pro Pro lie Ser Thr Val 
S er III Lys Phe His His Pro His Pro His His His Pro His His His 
HIS His His His His Z Arg Leu Ser Oly Asn Val Ser Gly Ser Phe 
Th r Leu Met Ar 9 Asp Glu « 9 Gly Leu Pro Ma Met Asn As„ Leu Tyr 
S er Pro Tyr Lys Olu Met Pro Oly Met Ser Olu Ser Leu Ser Pro Leu 
Ma Ma Thr Pro Leu aly Asn Gly Leu oly oly Leu His Asn Ma Gin 
sln III Leu Pro Asn Tyr Gly Pro Pro Gly His Asp Lys Met Leu ser 
III ,sn Phe Asp Ma "is His Thr Ma Met Leu Thr Arg Oly Glu Gin 
Hi . Leu ser Arg oly Leu Gly Tnr Pro Pro Ma Ma Met Met Ser His 
Leu Asn Oly "u His His Pro Oly His Tnr Oln Ser His Oly Pro Val 
L e„ Ma III ser Arg Glu Arg Pro Pro Ser Ser Ser Ser Gly Ser Oln 

290 295 „, r-i,, Tie Asn Thr Lys Glu val Ala 

val Ala Thr Ser Gly Gin Leu Glu Glu lie Asn Thr ^ 

Z ,rg He Thr Ala Z Leu Lys Arg Tyr Ser lie Pro Oln Ma lie 

Phe Ma Gin Ar g VM Leu Cys Arg Ser Oln Gly Thr Leu Ser Asp Leu 

L eu Ar 9 AS„ Pro Lys Pro Trp Ser Lys Leu Lys Ser Oly Arg Olu Thr 



Phe Arg 
370 
Ser Ala 
385 

Lys Asp 

Leu Gin 

Ser Lys 

Thr Thr 
450 
Lys Trp 
465 

Thr Cys 



Arg Met Trp Lys Trp Leu Gin Glu Pro Glu Phe Gin Arg Met 

Leu Arg Leu Ala Ala Cys Lys Arg Lys Glu Gin Glu Pro Asn 

Arg Asn Asn Ser Gin Lys Lys Ser Arg Leu Val Phe Thr Asp 

Arg Arg Thr Leu Phe Ala lie Phe Lys Glu Asn Lys Arg Pro 

Glu Met Gin lie Thr lie 111 Gin Gin Leu Gly Leu Glu Leu 

440 445 
Val Ser Asn Phe Phe Met Asn Ala Arg Arg Arg Ser Leu Glu 

Gin Asp Asp Leu 111 Thr Gly Gly Ser Ser Ser Thr Ser Ser 
470 475 

Thr Lys Ala 
485 



<210> 3 
<211> 1485 
<212> DNA 

<213> Homo sapiens 



iPiilill 

ssss ssss s s= s s :: ™ ES 
™ss sss 5== i 51 r ~ S5S3 »: 

SEE 155 125 ~= s= 55 i 

atcfacacca aggaggtggc gcagcgcatc acggcggagc tgaagcgcta a 9 

caggcaatct tcgcgcagcg gatcctgtgt cgctctcagg 9cacgctctc caggatgtgg 1140 

cgcaacccca agccgtggag caagctcaaa tccggccgcg agaccttccg cagg gjjg ^ 

aagtggctgc aggagccaga gttccagc|c atgtcggcgc tgcgcttg^ 9 9^ ^ 

ttcttcatga acgcgcggcg ccgctgcatg aaccgcugyy y a 1485 
cccgggggcc ccgccggcgc cacggccact ttctccaagg cctga 



<210> 4 
<211> 494 
<212> PRT 

<213> Homo sapiens 



<400> 4 
Met Glu 
1 

Ala Gin 

Ala Gin 

Gly Met 
50 

Ala Gly 
65 

Arg Gly 

Glu Ala 

His Leu 

Ala Ala 
130 
Pro His 
145 

Ala Ala 
Ala Leu 
Pro Ala 



Leu Ser Leu 
5 

Ala Gly Glu 
20 

His Arg Gly 
35 

Ala Ser Leu 
Gly Ala Gly 
Glu Leu Ala 



Pro Gly Leu 
100 

Pro Pro Leu 
115 

Ala Ala Val 



Glu Ser 

Leu Leu 

Leu Val 

Leu Asp 
55 

Gly Ala 
70 

Gly Pro 
Gly Gly 
Ala Ala 



Pro Ala Ala 

Ser Val Ser 
165 

Ala Ser Val 
180 

Met Gly Ser 
195 

His Gly Ala 



Ala Leu 
210 

Leu Ala Ala Tyr Gly 
225 

Pro Pro 



Asp Ala 
Gly Gly 



Ala Ala Phe 
245 

Leu Ala Arg 

260 
Ala Gly Ser 
275 

Ala Ala Ala 



Ala Gly 
135 
Ala Pro 
150 

Gly Ser 

Gly His 

Pro Leu 

Pro Gin 
215 
Pro Pro 
230 

Glu Pro 
Gly Leu 
Gly Ser 



Leu Gly Gly 
10 

Ser Pro Gly 
25 

Ala Pro Gly 
40 

Gly Gly Gly 

Gly Ser Ala 

Leu His Pro 
90 

Thr Tyr Thr 
105 

Val Ala Asp 
120 

Ala His Gly 
Pro Pro Pro 



Phe Thr Leu 
170 

Leu Tyr Gly 
185 

Ser Pro Leu 
200 

Pro Pro Pro 



Leu His 

His Ala 

Arg Pro 

Gly Gly 
60 

Gly Gly 
75 

Ala Met 

Thr Leu 

Lys Phe 

Gly His 
140 
Pro Pro 
155 

Met Arg 



Ser Val 

Arg Ser 
30 

Gly Leu 
45 

Gly Gly 

Gly Ala 

Gly Met 

Thr Pro 
110 
His Gin 
125 

Pro His 
Pro Gin 
Asp Glu 



Pro Tyr 
Pro Asn 



Pro Pro 
220 

Gly His Leu Ala Gly 
235 

Leu Leu 



Gly Leu 
290 

Pro Gly Gly Ser Gly 
305 

lie Asn 



Tyr Ser 

Gin Gly 

Leu Lys 
370 
Glu Pro 
385 

Arg Lys 
Gin Arg 



Thr Lys Glu 
325 

He Pro Gin 
340 

Thr Leu Ser 
355 

Ser Gly Arg 



Gly Ala 
295 
Gly Gly 
310 

Val Ala 
Ala He 
Asp Leu 



His Ala Ala 
250 

Pro Gly Gly 

265 
Ala Ala Gly 
280 

His Gly Pro 



Gly Gly 
Leu Leu 



His Gly 
300 

Pro Ser Ala Gly Ala 
315 

Thr Ala 



Glu Thr 
375 

Glu Phe Gin Arg Met 
390 

Gin Gin 



Gin Arg He 
330 

Phe Ala Gin 
345 

Leu Arg Asn 
360 

Phe Arg Arg 



Gly Lys 
190 
Ala Leu 
205 

Pro Pro 

Asp Lys 

Gly Arg 

Gly Thr 
270 
Ala Pro 
285 

Gly Gly 
Ala Ala 
Glu Leu 



Ala His 
15 

Ala Ala 

Val Ala 

Gly Gly 

Asp Phe 
80 

Ala Cys 
95 

Leu Gin 

His Ala 

Ala His 

Arg Leu 
160 
Arg Ala 
175 

Glu Leu 



Arg He 
Pro Lys 



Glu Gin Glu 
405 

Leu Val Phe 
420 



Met Trp 
380 

Ser Ala Leu Arg Leu 
395 

Ala Leu 



Lys Glu Arg 
410 

Thr Asp Leu Gin Arg Arg Thr 
425 



Leu Cys 
350 
Pro Trp 
365 

Lys Trp 

Ala Ala 

Gin Pro 

Leu He 
430 



Pro Pro 

Pro Pro 

Leu Leu 
240 
Ala Glu 
255 

Gly Ser 

Leu Gly 

Gly Gly 

Glu Glu 
320 
Lys Arg 
335 

Arg Ser 



Ser Lys 

Leu Gin 

Cys Lys 
400 
Lys Lys 
415 

Ala He 



Phe Lys Glu Asn Ly. Ar g Pro 9«r Ly. Glu Met Gin Val Thr He Ser 
Ola G ln Leu Oly Leu Glu Leu Z Thr Val Be, As„ Phe Phe Het As„ 
R la Z Ar g Ar g cys «t Tsn Ar g Trp Ala Glu Glu Pro Ser Thr Ala 

pro Gly Gly Pro Ala "ly Ala Thr Ala Thr Phe Ser Lys Ala 

485 490 



